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Ensemble versus Single-molecule FRET
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MFD - multiparameter fluorescence detection
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Objective

MFD: peanusauua c
Mcnonb3oBaHWEM KOHMOKanbLHOro
MUKpOCKOoNa

Hpyrmne nogxoabl ansg smrERET:
e total internal reflection microscopy
(TIRFM)
e 2-photon excitation microscopy
(2PM)



[Tpobnembl FRET, 4yactuyHo pelwiaembie ¢ nomoLlso MFD
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[lo3nuymm MeToK B IKCNepmMeHTax

601 W sequence, a - Weak end, B- strong end

Dyad axis

Dyad axis

Dyad axis

Dyad axis

Dyad axis

Name
(localization D, A) H2B-Dy,, E.Dys ExDy, Igla-wt Il -mut
Traceable Heterodimer and DNA End of one DNA strand End of the opposite DNA Two internal positions Two internal positions
distance position close to and DNA position close strand and DNA position on the DNA in wt on the DNA in mutated
changes dyad axis to dyad axis close to dyad axis nucleosomes nucleosomes
Purpose Dimer release Asymmetric DNA Asymmetric DNA Analysis of transient Analysis of transient
opening opening intermediates intermediates
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3KCI'IepI/IMeHTbI C BbilNageHnem ammMmepa
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Dyad axis

3KCI'IepI/IMeHTbI C BHYTPEHHUMN METKaMU
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Dyad axis
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