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1. A new 3D-genomics method has been introduced 

• Single Cell 
• Multiple Scales 
• High genomic throughput



1. High-resolution 
conformation tracing of 
whole chromosomes by 
sequential hybridization 

2. A multiplexed error-
robust fluorescence in 
situ hybridization 
(MERFISH)-based method 
for genome-scale 
chromatin tracing 

3. Helps to characterize 
chromatin domains, 
compartments, and trans-
chromosomal interactions 
and their relationship to 
transcription in single 
cells



2. Large-Scale Topological Changes Restrain 
Malignant Progression in Colorectal Cancer

• The third compartment appears 

• A and B compartments are mixed  

• Epigenetic modifications restrain 
malignization



1. A and B compartments 
are “mixed” in the nuclei 
of tumour cells 

2. The third “I” 
compartment appears: 
characterised by 
hypomethylation and 
polycomb H3K27me3 
modification— this 
hypomethylation restrains 
oncogenes 

3. Similar shifts were 
evident in non-malignant 
cells that have 
accumulated excess 
divisions



3. For more 3D-genomics insights I recommend  
The 3D genome Nature collection  




