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What I1s Bioinformatics?

Bioinformatics




Bioinformatics Related Fields

A Computational biology

A Computational molecular biology
A Biomolecular informatics

A Computational genomics

A X
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Biological Data

A Genomes
I DNA Sequences of A, T, C, G
ityYyy20F0SR gA0K Fdzy OU A 2
A Proteins

I Amino Acid Sequences
ASequences of 20 letters

I Annotated with structure, function, etc.



Biological Data

A Gene Expression
I Dynamic behavior of genes

A Protein Expression
I Dynamic behavior of proteins

A Structural Features
I RNA and proteins

A X




Biological Data
Sus scrofa agoutelated protein gene

1 ggcacattct cctgttgagc caggctatgc tgaccacaat gttgctgagc tgtgccctac

61 tgctggcaat gcccaccatg ctgggggccc agataggctt ggcccccctg gagggtatcg
121 gaaggcttga ccaagccttg ttcccagaac tccaaggtca gtgcgggcag gagtgggttg
181 ggtggggctt ggacatcctc tggccacaaa gtattctgct tgtatgagcc ctttcttcce
241 cttcccaatc ccaggcctgg gaggtgggtg ttttgtgcat gggtggttct gccctcacat
301 catctgtccc agatctaggc ctgcagcccc cactgaagag gacaactgca gaacgggcag
361 aagaggctct gctgcagcag gccgaggcca aggccttggc agaggtaaca gctcagggaa
421 agggctgagg ccacaagtct tgagtgggtg tgtcaagcat caacctctat ctgtgcttgg
481 agttgccact gtggtacaac gggattggcg gtgtcttggg agcgctggga cgtggtttca
541 tcccecggceca gcacaagtgg gttaaggatc tggcecttgec atceccttcag cttaggctga
601 gactgtggct tggagctgat ctctgaccgg aagctccata tgctctgggg tgaccaaaaa
661 tggaaaaaca aacatacaaa acacctctac ctgcacttcc tgaccccctc acccggggcg
721 acactgcaga ccatcccgtt cacgctccac ttccatcctg ccttgatctg gegcattcca
781 tgaatgtgct tttggaagtc cttgtttccc aacccttgta ggtgctagat cctgaaggac
841 gcaaggcacg ctccccacgt cgctgcgtaa ggctgcacga atcctgtctg ggacaccagg
901 taccatgctg cgacccatgt gctacatgct actgccgttt cttcaacgcc ttctgctact
961 gccgcaagct gggtactgcc acgaacccct gcagccgeac ctagctggcec agccaatgtc

1021 gtcg
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